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Genetic	 data	 is	 transforming	 our	 understanding	 of	 the	 natural	 world	 and	 the	
diversity	of	our	own	species.	Latin	America	 is	among	 the	regions	 that	concentrate	
most	 of	 the	 biodiversity	 of	 the	 planet,	 including	 ethnic,	 linguistic	 and	 cultural	
diversity	of	Latin	American	human	populations.	However,	despite	the	globalization	
of	biotechnologies	to	analyze	the	human	genome,	indigenous	populations	from	the	
Americas	remain	underrepresented	in	large-scale	genomic	studies.		
	
In	this	talk,	I	will	discuss	recent	efforts	to	characterize	the	genetic	profile	of	Native	
Americans	 throughout	 the	 continent	 and	 focus	 on	 regional	 approaches	 aimed	 at	
resolving	 finer	 scale	 population	 structure	 patterns	 and	 human	 migrations	
throughout	Mexico,	the	Caribbean,	South	America,	and	the	Pacific.		
	
This	topic	poses	challenges	and	opportunities	to	adequately	study	human	diversity	
not	 only	 for	 the	benefit	 of	 researchers	 and	 science,	 but	 also	 for	 the	benefit	 of	 the	
local	communities,	which	are	bearers	of	a	unique	evolutionary	history	that	has	been	
recorded	 in	 their	DNA.	 This	 rapidly	 evolving	 field	 also	 raises	 questions	 about	 the	
best	practices	when	applying	genomic	approaches	to	promote	a	sustainable	use	of	
Latin	American	biodiversity	in	a	modern	and	globalized	world.		
	
	


