Curriculum Vitae

Department of Anthropology, University of lllinois Urbana-Champaign, 209F Davenport Hall, 607 Matthews Ave., Urbana,
IL 61801. 217-265-0721.malhi@illinois.edu.

Education

Ph.D. Anthropology, University of California, Davis, 2001.
Dissertation: Investigating prehistoric population movements in North America using ancient and modern
mtDNA.

M.A. Anthropology, University of California, Davis, 1998.

B.S. Anthropology, Minor in Biological Science, University of California, Davis, 1994.

Current Appointments (Academic and Service)
August 2011 to present — Associate Professor in Anthropology, University of lllinois Urbana-Champaign.

January 2015 to present — Co-Chair Committee on Diversity (COD). American Association of Physical Anthropologists
(AAPA).

August 2015 to present — Co-Director of the Increasing Diversity in Evolutionary Anthropological Sciences (IDEAS)
program. American Association of Physical Anthropologists (AAPA).

January 2015 to present — Associate Editor of American Journal of Physical Anthropology.
September 2013 to present — Executive Editor of Human Biology.

August 2011 to present — Director of Summer internship for INdigenous peoples in Genomics (SING) Program. Summer
program to train indigenous students in genomic research.

Past Appointments and Research
August 2006 — 2011 Assistant Professor in Anthropology, University of lllinois Urbana-Champaign.

June 2005 to June 2006 - Research Director, Trace Genetics, Inc (A DNAPrint Genomics Company). Job duties
included develop new products and services, manage scientific and customer service staff, create and manage budgets,
perform scientific research and publish in peer-review journals.

November 2002 to June 2005 — Chief Executive Officer and Co-Founder, Trace Genetics, Inc. Founder and Manager of
a biotechnology company (10 employees) with a focus on genetic ancestry, forensic DNA, and biomedical DNA testing
(acquired 6/2005 by DNAPrint Genomics, Inc).

November 2001 to November 2002 - Postdoctoral Fellow, Department of Human Genetics, University of Michigan. Dr.
Jeffery C. Long, advisor. Conducted research on genetic variation in aldehyde dehydrogenase genes. Skills: population
genetic analyses, heterozygote detection, long range PCR.

September 2001 to October 2001 - Visiting Researcher, Department of Biological Sciences, Stanford University.
Analysis of ancient mtDNA from Catalhoyuk.

Collaboration with Dr. Joanna Mountain and Dr. Elizabeth Hadly. Pilot project to set up ancient human DNA extraction
facilities for the department of Anthropological Sciences and determine if tooth samples from the Catalhoyuk site contain
amplifiable DNA.



Publications
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Rasmussen M, Willerslev E, Cybulski J, Kemp BM, DeGiorgio M, Malhi RS. Ancient individuals from the North American
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Antropologia Biologica 19: 1-17.
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developmental differences in invertebrate foraging strategies in wild white-faced capuchins (Cebus capucinus).
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American Anthropologist 117: 736-749.
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context, continuity, and the place of C1d haplogroup. PLoS One 10(10): e0141808.

é015 Dong Y, Li C, Luan F, Li Z, Li H, Cui Y, Zhou H, Malhi RS. Low mitochondrial DNA diversity in an ancient
population from China: Insight into social organization at the Fuijia site. Human Biology 87: 71-84.
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Rodriguez-Varela R, Mansilla J, Henrickson C, Seguin-Orlando A, Malmstrdm H, Stafford T Jr, Shringarpure SS,
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Voevoda MI, Posukh OL, Balanovsky O, Lavryashina M, Bogunov Y, Khusnutdinova E, Gubina M, Balanovska E,
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Fedorova S, Litvinov S, Malyarchuk B, Derenko M, Mosher MJ, Archer D, Cybulski J, Petzelt B, Mitchell J, Worl R,
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2005 Malhi RS and Schilling AJ. Discovering your Native American heritage using genetic ancestry testing. New Mexico
Genealogist. December 2005.
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North America. Paleoamerican Origins: Beyond Clovis. Texas A&M University Press.



2005 Kemp BM, Resendez A, Berrelleza JAR, Malhi RS, and Smith DG. An analysis of ancient Aztec mtDNA from
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Research Project 4, McDonald Institute for Archaeological Research 2005. British Institute at Ankara Monograph 38.

2004 Eshleman JA, Malhi RS, Johnson JR, Kaestle FA, Lorenz JG, and Smith DG. Mitochondrial DNA and prehistoric
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2004 Malhi RS, Breece KE, Shook BAS, Kaestle FA, Chatters JC, Hackenberger S, and Smith DG. Patterns of mtDNA
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2003 Eshleman JA, Malhi RS, and Smith DG. Mitochondrial DNA studies of Native Americans: Conceptions and
misconceptions of the population prehistory of the Americas. Evolutionary Anthropology 12: 7-18.

2003 Malhi RS, Mortensen HM, Eshleman JA, Lorenz JG, Kaestle FA, Johnson JR, Gorodesky C, and Smith DG. Native
American mtDNA prehistory in the American Southwest. American Journal of Physical Anthropology 120: 108-124.

2002 Malhi RS, Smith DG. Brief Communication: Haplogroup X confirmed in Prehistoric North America. American
Journal of Physical Anthropology 119: 84-88.

2002 Malhi RS, Eshleman JA, Greenberg JA, Weiss DA, Schultz BA, Kemp BM, Kaestle FA, Lorenz JG, Johnson JR,
and Smith DG. The structure and diversity within New World mtDNA haplogroups: Implications for the prehistory of North
America. American Journal of Human Genetics 70: 905-919.

2002 Smith DG, Malhi RS, Eshleman JA, and Kaestle FA. Mitochondrial DNA haplogroups of Paleoamericans in North
America. In Bonnichsen R, Gruhn R, Steele DG, Stanford D, Lepper B, and Warren CN, (eds.) Beyond Clovis: Where
We Have Been, Where We Are, and Where We Are Going. College Station, TX: Texas A&M University Press.

2002 Smith DG, Rolfs BK, Kaestle FA, Malhi RS, and Doran GH. Serum albumin phenotypes and a preliminary study of
the mtDNA haplogroups of the prehistoric population of Windover. In: G.H. Doran (ed.) Multidisciplinary Investigations at
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2001 Malhi RS, Schultz BA, and Smith DG. Distribution of mitochondrial DNA lineages among Native American tribes of
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2000 Smith DG, Lorenz JG, Rolfs BK, Bettinger RL, Green B, Eshleman JA, Schultz BA, and Malhi RS. Implications of
the distribution of Albumin Naskapi and Albumin Mexico for New World Prehistory. American Journal of Physical
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Grants
2016-2019 National Institutes of Health-National Human Genome Research Institute. Expanding the impact of the
Summer Internship for Native Americans in Genomics (SING) short course. Principal Investigator. $125,518.

2016-2021 IBSS National Science Foundation. Epigenomic Effects of European Colonization on Alaskan Natives.
Principal Investigator. $860,000.

2016-2017 Wenner-Gren Foundation. Using Ancient Dog DNA to test Models of Human Migration. Principal
Investigator to Co-Principal Investigator Kelsey Witt. $19,352.

2015-2017 National Science Foundation. Doctoral Dissertation Research: Human population inferences via canine
genetics. Principal Investigator to Co-Principal Investigator Kelsey Witt. $31,491.

2015-2018 National Science Foundation. Collaborative Research: Using paleogenomic data to decipher genomic
effects of European Colonization on indigenous North Americans. Principal Investigator. $149,996.

2015-2018 National Science Foundation. AAPA IDEAS Program: Increasing Diversity in Evolutionary Anthropological
Sciences. Co-Principal Investigator. $159,000.

2014-2016 University of Illinois Research Board. Identifying DNA methylation patterns in ancient individuals as
potential indicators of stress. Principal Investigator. $20,000.

2014-2016 National Science Foundation. Doctoral Dissertation Research: Identifying Adaptations to Pathogens and
the Environments of the Americas via Native American Paleogenomic Diversity. Principal Investigator to Co-Principal
Investigator John Lindo. $31,215.

2013-2016 National Institutes of Health - National Human Genome Research Institute. Guiding indigenous students
in next-generation genomic studies with the Summer Internship for Native Americans in Genomics (SING) Short Course.
Principal Investigator. $107,025.

2012-2015 Interdisciplinary Innovation Initiative Program - Office of the Vice Chancellor for Research at
University of lllinois. Uses and Limitations of Genomic Research in Forensic Science. Principal Investigator.
$181,740.

2010-2013 National Science Foundation. Collaborative Research: Anthropological-Genomic Effects of European
Colonization on Native North Americans. Principal Investigator. $165,681.

2010-2011 University of lllinois Research Board. Analysis of Mitochondrial Genomes of Early Holocene Skeletal
Remains of North America. Principal Investigator. $25,000.

2009-2011 National Science Foundation. Doctoral Dissertation Improvement Grant: The Molecular Evolution of the
Serotonin System in Rhesus Macaques. Principal Investigator. Principal Investigator to Co-Principal Investigator
Milena Shattuck. $13,977.

2009-2010 University of lllinois Research Board. Genetic Identity of Prehistoric Remains from British Columbia.
Principal Investigator. $19,000.

2008-2010 National Science Foundation. Mitochondrial Genome Diversity in the North American Subarctic. Principal
Investigator. $83,735.



2007-2010 United States Department of Agriculture. High Density SNP discovery validation and characterization in
swine. Co-Principal Investigator. $999,978.

2004-2007 National Science Foundation. Genetic Diversity in the American Southwest and Mesoamerica. Principal
Investigator. $139,000.

2000-2001 Wenner-Gren Dissertation Fieldwork Grant. Investigating prehistoric population movements in North
America using ancient and modern mtDNA. Co-Principal Investigator. $13,000.

2000-2001 National Science Foundation. Dissertation Improvement Grant: Investigating prehistoric population
movements in North America using ancient and modern mtDNA. Co-Principal Investigator. $11,220.

Courses Taught

Human Origins and Culture (ANTH 102 — developed and taught)

Human Variation and Race (ANTH 241 - developed and taught)

Forensic Science (ANTH 246 — created, developed and taught, including online)
Forensic Science DNA Laboratory (ANTH 247 — created)

Human Evolutionary Genetics (ANTH 441 - developed and taught)

Paleogenomics (ANTH 499 — created, developed and taught)

Genes, Language & Culture Seminar (ANTH 499 — created, developed and taught)

Honors and Awards

2010 Arnold Beckman Award

2010 Center for Advanced Studies Fellow

2006 National Academy of Sciences Frontiers of Science Fellow

Science Communication

My work has received coverage or I've been invited to comment of other’s research in (incomplete list): The Signal, The
San Diego Union-Tribune, New Scientist, The Scientist, The News-Gazette, American Archaeology Magazine, Science
Daily, NPR - All Things Considered, Mammoth Trumpet, Science Now, German Public Radio, The Associated Press,
The Los Angeles Times, Toronto Star, WAMC Academic Minute, The New York Times, and The Vancouver Sun.

Invited Talks (Past 6 years)

2016 Wanapum Heritage Center, Washington

2016 Beringian “Standstill” Workshop, University of Colorado, Boulder.

2015 DNA and Indigeneity Workshop, Simon Fraser University, British Columbia.

2015 Advanced Judicial Academy: Science in the Courtroom, University of lllinois, Urbana.

2015 American Association of Anthropological Genetics Education Workshop, St. Louis.

2015 Thinking anthropologically about genetics, American Association of Physical Anthropology. St. Louis.
2014 DNA Bootcamp, Cook County Public Defender Office, Chicago.

2014 Genomics for Prosecutors, University of lllinois, Urbana.

2014 Santa Barbara Symposium on Human Origins II, Santa Barbara Museum of Natural History.
2014 NSF and AAPA Committee on Diversity, Developing Effective Broader Impact Plans.

2013 Royal Society Meeting. Three Decades of Ancient DNA, London.

2013 Genomics for Judges, University of lllinois, Urbana.

2013 Department of Anthropology, University of British Columbia, Okanagan.

2012 Department of Anthropology, Pennsylvania State University, State College.

2011 Department of Archaeology, Simon Fraser University, Vancouver.

2010 Department of Anthropology, Emory University, Atlanta.

2010 American Quaternary Association, Laramie.



2010 Centre for GeoGenetics, University of Copenhagen, Denmark.

2010 Anthropological Genetics in the Genomic Era: Challenges, Opportunities & Directions, American Association of
Physical Anthropology Meetings, Albuguerque.

2010 Department of Anthropology, University of California, Davis.

2010 Center for Society and Genetics, University of California, Los Angeles.

2010 Migration International Conference, University of Kansas, Lawrence.

2010 American Historical Association, San Diego, CA.

External Service

Granting agencies. National Science Foundation (Panel, Archaeology, Biological Anthropology), National Institutes of
Health (Panel, BD2K special emphasis, Native American Health Prevention special emphasis), M.J. Murdoch Charitable
Trust, Mardsen Fund, Canadian Social Science and Humanities Research Council, Israeli Science Foundation.

Article reviewer. Nature, Nature Communications, Science, Science Advances, Journal of Human Evolution, PLoS ONE,
Mitochondrion, American Journal of Primatology, Animal Biotechnology, Animal Genetics, Frontiers in Ecology and
Evolution, Proceedings of the National Academy of Science USA, Annals of Human Biology, Current Anthropology,
American Anthropologist, South African Journal of Science, Annals of Human Genetics, Molecular Biology and Evolution,
Human Biology, Journal of Archaeological Science, American Journal of Physical Anthropology, PLOS Genetics.

Professional Affiliations

American Association of Physical Anthropology
American Society of Human Genetics

Society of American Archaeology

American Association of Anthropological Genetics



